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Fig 1: Example of results given by ComEcoPaC for samples (Vz1-Vz10). 
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1 About the ComEcoPaC program 
 

The ComEcolPaC is an Microsoft Excel 2003 based program (also compatible with version MS 

Excel 2007 and 2010) calculating common parameters of community ecology samples and various 

similarity indices. 

Copyright and distribution. The ComEcolPaC was created by Pavel Drozd (University of 

Ostrava, Department of Biology, Chittussiho 10, 710 00 Ostrava, Czech Republic). It is a freeware. 

Commercial use of the program is possible only with the consent of the author. Any use of the program 

should be acknowledged. Please report any bugs or problems to the author. 

Suggested citation:  

Drozd P., 2010: ComEcoPaC – Community Ecology Parameter Calculator. Version 1. Available from: 

http://prf.osu.cz/kbe/dokumenty/sw/ComEcoPaC/ComEcoPaC.xls. 

 

Author would also appreciate if you could send a reprint of any paper using the program. 

 

mailto:drozd@albert.osu.cz
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2 List of parameters calculated by ComEcoPaC 
 

ComEcolPaC provides following types of calculation: 

 Species richness and species diversity (number of species, species richness indices and species 

diversity indices, species richness estimates). 

 Abundance, number of singletons, doubletons and tripletons, basic the Tischler's dominance classes 

analyses. 

 Matrices of similarity between samples (basic qualitative and quantitative indices, distance indices). 

 

 

Parameters and used abbreviations:  

 

S - number of species (species richness) 

N - number of specimens (abundance) 

SE, SD, SSd, SR, SSr - number of eudominant, dominant, subdominant, recedent, subrecedent species 

(Tischler's scale) 

NE, ND, NSd, NR, NSr - abundance for eudominant, dominant, subdominant, recedent, subrecedent 

species (Tischler's scale). Dominance is calculated as a percentage of the individuals of given 

species in the sample. 
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i   ni - abundance of species i, N - total abundance in sample 

 

Tischler's scale for a species dominance (Tischler 1949): 

E eudominant 10 % ≤ Di ≤ 100 % 

D dominant 5 % ≤ Di < 10 % 

Sd subdominant  2 % ≤ Di < 5 % 

R recedent 1 % ≤  Di < 2 % 

Sr subrecedent 0 % < Di < 1 %  

 

F1, F2, F3 - number of singletons, doubletons, tripletons (species with 1, 2, 3 individuals). 

 

H' - Shannon-Wiener diversity index 
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E, E' - eveness and corrected eveness. 
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D - Simpson's index 
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2          S - species richness, pi - proportion of species i  

 

N2 - Hill's index (inverted Simpson's index) 
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    S - species richness, pi - proportion of species i (see Shannon-Wiener index) 

 

DMa - Margalef index 
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      S - species richness, N - total abundance 

 

DMe - Menhinick index 

N

S
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SChao1 - Species richness estimator (Chao 1) and variance of the estimated richness 
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S - species richness observed, F1, F2 - number of singletons, doubletons 

 

 

Similarity measures 

Ja - Jaccard's similarity index 
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  S12 - number of species present in both samples (joint occurences) 

 S1 (S2) - number of species present in sample 1 (sample 2). 

 

So - Sörensen's similarity index 
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   S12 - number of species present in both samples (joint occurences) 

 S1 (S2) - number of species present in sample 1 (sample 2). 

 

Ssm - Simple matching coefficent 
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  S12 - number of species present in both samples (joint occurences) 

 S1 (S2) - number of species present in sample 1 (sample 2). 

 S_ - number of species absent in both samples 
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Sb - Baroni-Urbani & Buser index 
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 S12 - number of species present in both samples (joint occurences) 

 S1 (S2) - number of species present in sample 1 (sample 2). 

 S_ - number of species absent in both samples 

 

Re - Renkonen index 
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Δ - Eukleidean distance 
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                                                              nij (nik) - abundance of species i in sample j (sample k) 

 

B - Bray-Curtis Measure 
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C - Canberra Metric 
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Cλ - Morisita's index of similarity  
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 nij (nik) - abundance of species i in sample j (k) 

 Nj (Nk) - total abundance of sample j (k) 
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3 How to use the ComEcoPaC 
 

Working with ComEcoPac is very simple through the floating toolbar which appears while open the 

workbook (you have to enable macros in MS Excel otherwise application is not functioning). There are 

three required worksheets in this workbook and the program automatically creates them when missing. 

 Data - worksheet for data input in following required format: a) species are in rows, samples in 

columns; b) all species/samples have a label (name) in first column/row (see Fig below) otherwise 

data range need not be recognized. 

 Results - worksheet with parameters calculated. 

 Similarity - worksheet with similarity matrices calculated. 
 
 

 
 
Fig 2: Required format of entry data. 
 
 

Toolbar buttons: 

 Calculate Parameters – At first the program counts a total number of samples and species in Data 

worksheet and a validation of the counts is required (which means data table range). Possible errors 

(wrong number of species/samples) arise from missing species/sample labels in first row/column. 

You can stop the program (click "No" button) and add the missing labels. If the counts are correct 

then click on "Yes" button and the window for parameters selection will open. Choose parameters 

required and click OK. 

 Clear All Worksheets – Clear worksheets (Data, Results, Similarity) for new data input. Results 

and Similarity worksheets are cleared automatically before you start parameter calculation. 

 Restore Data Example – Original data will be restored from backup. 

 Go to worksheet – Jump to selected worksheet. 

 Help – Open Help document. 

 

Backup of the results: 

Worksheets Results and Similarity are automatically cleared. Therefore to backup your previous 

results, rename both worksheets before you will start new calculation. New worksheets Results and 

Similarity will be added during calculation procedure. 
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